recombination between marker and disease were initially detected in these families, but recombination has been documented subsequently.2 The precise genetic distance and the general applicability of the linkage in HD families need to be firmly established if this linkage is to be applied in clinical practice, and the usefulness of the G8 marker will also depend on the proportion of subjects who are heterozygous (and thus informative), and on the pedigree structure of individual families.
We have studied eight South Wales kindreds with HD whose structure appeared to be capable of giving useful linkage information. They Table 2 shows the lod scores denoting probability for different recombination fractions (0); the maximum value of 0 is at 2 cM (fig 2) and we have found no evidence of heterogeneity between families. Fig 3 shows the pedigree of one informative family in which the HD gene is transmitted along with the rare B haplotype. In the other families studied the commonest (A) haplotype was segregating with HD.
Discussion
Our results show that the close linkage between HD and the DNA polymorphism G8, initially reported Before we can consider using the G8 probe as a predictive marker in families, further work is required to establish the precise genetic distance. The most likely current estimate, based on the original published families, those reported here, and others studied from the USA (Gusella et 
